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1. BRREFHEFTH > LB REEELOD o™ & #7575 !

Exon Mutation COSMIC* ID Base change LoD (% MAF)
7 C420R 757 1258T>C 2.411
9 E542K 760 1624G>A 5.47%
E545A 12458 1634A>C 3.541
E545D 765 1635G>T 2.69%
E545G 764 1634A>G 4.98%
E545K 763 1633G>A 4.13%
Q546E 6147 1636C>G 4.501
Q546R 12459 1637A>G 6.08*
20 H1047L 776 3140A>T 2.56*
H1047R 775 3140A>G 3.13¢
H1047Y 774 3139C>T 14.04f

MAF: Mutant allele frequency.
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Amplification Detected P > F'| % 51 Positive ° 3 Flag ! 3L Out of range >
P % 57 3% mutation assay # X % & & o % HI074R 2 HI1074L F p& )

=2 o RI4E4 2% HI1074R -
Mutation C+ Range
C420R 2341 <C; <3431
E542K 2242<=<C;=31.42
E545A 22.5<Cr<31.5
E545D 23.78<Cy=31.78
E545G 22.61 =C;=31.61
E545K 2471 <Cp <3341
Q546E 2472 <Cr<35.72
Q546R 24.04=C;<33.04
H1047L 24.02=Cr=33.02
H1047R 23.33<C;=<32.33
H1047Y 26.57=<C; <3557
PIK3CA_Tissue_RUO Analysis Report
N - - B
Test Samples
Pos. SampelD Type Sample Approval status Output a Individual target resut  Flags
‘comment
.18, 202007- Tost s T1_Control 20.77 Ampification Detected -
‘9 20 204t T 30.96 Amgiification Detected -
T2_E542K 3704 Amplification Detected  OUT_OF_RANGE
T2 3091 Amplification Detected -
T3_ES45K =
T3_E5450
T3_E545G - . .
T.C 30.76 Ampiffication Detected -
T4_ES45A - . X
T4_H1047Y 4012 Ampiification Detected  OUT_OF _RANGE
T4_Q546R - - .
TaIC 3n24 Amplification Detected -
T5_QS546E -
T5_C420R - -
T5.0C 30.95 Ampiification Detected
TG:H‘OIH 38.97 Ampification Detected -
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