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Enterococcus faecalis ( #ZIKE ) Streptococcus spp. ( HEIKE )

Enterococcus faecium ( F’ FBIKE ) Streptococcus agalactiae (Group B) ( #EZL$EIKE (B £f) )
Listeria monocytogenes ( BAZIKIEZ M ZHISE ) Streptococcus pneumoniae ( fii3S SEIKE )
Staphylococcus spp. ( BZE3KE ) Streptococcus pyogenes (Group A) ( {LIEMSEIRE (A Bf ))

Staphylococcus aureus ( £EBEEIKE )
Staphylococcus epidermidis ( 2= EEIKE )

P

Staphylococcus lugdunensis ( BBV EZEIKE )
EHKRHEE

Acinetobacter calcoaceticus-baumannii complex Enterobacterales ( 512 )

( BIECABNIEHEY) Enterobacter cloacae complex ( [&i5i512E2f )
Bacteroides fragilis ( i 351125 ) Escherichia coli ( KIZ1EHE )

Haemophilus influenza ( 7 RIEMARE ) Klebsiella aerogenes ( ER 5= EAKE )

Neisseria meningitidis (encapsulated) Klebsiella oxytoca ( R EAKE )

( PPk R E (B ) ) Klebsiella pneumoniae group ( 2B 1AM EEE )
Pseudomonas aeruginosa ( #%IE1EE ) Proteus spp. ( B 125 )

l#

Stenotrophomonas maltophilia ( B2 5 Salmonella spp. ( /YFIEKE )

Serrat/a marcescens ( FhE D E
Candida albicans ( BBZIKE ) Candida krusei ( o & 2IKE ) Cryptococcus neoformans/gattii

Candida auris ( 23 & ) Candida parapsilosis ( 182K E ) ( FrEYRRIKE/AS SRR IRE )
Candida glabrata ( 7552 ?Iﬁké ) Candida tropicalis ( A ZTRE )
MEEMEMER
CTX-M mecA/C NDM vanA/B
IMP mcr- 1 mecA/C and MREJ ( MRSA ) OXA-48-like VIM
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